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Change directory
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Make dirsctory
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Realignmeant
"mean”" EPI
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Slice timing correction

Coregistration

l coregistered structural

Segment

"ar" EPl data
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nomalisation parameters

Marmalisation
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SPMS (geuter): Me . -
ISR (R B Gatch Editor e
Fle Edit View SPM [ BasiclO | ~
Realign (Esti.. ~ [ D | P Move/Delete Files
) - Module List Change Directory

Marmed Directory Selector

Coregister (E... ~| N

MNamed File Selector

T File Selector (Batch Mode)
Specify 1st-level .
File Filter
7 File Set Split
‘ Specify 2nd-leve PR
MNamed Input

Load Variables from .mat File
‘: Save Variables
Access part of MATLAB variable
Pass Output to Workspace

Dynar =
| Run Batch Jobs
Call MATLAE function
_ SPM Edit Defaults
| Display | | Check

MATLAB Batch System

= Matlabbatch User Interface

* Menu and Toolbar
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B Batch Editor
File Edit View SPM | BasiclO | [ B Batch Editor =@ ] | |
el | File Edit View SPM Basiclo ™
Module List D Dﬂ n | b

: Module List Current Module: Change Directory
Mamed Directory Se e —

MNamed File Selector|
File Selector (Batch
File Filter

File Set Split
Named Input

Load Variables from)|
Save Variables
Access part of MAT
Pass Output to Wor
Run Batch Jobs

Call MATLAB functi
Edit Defaults o)

Current ltem: Directory

MATLAB Batch System x Select Files

Matlabbatch User Interface

* Menu and Toolbar New working directory.
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B Batch Editor [EREE)
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File Edit View $PM [BasiclO | B Batch Editor —
0O = m | b Move/Delete Files File Edit Wiew SPM  BasiclO |
Module List Change Directory = = | | |
Module List Current Module: Named File Selector

Make Directory

File Filter
File Set Split
Named Input

Load Variables from|

Save Variables

Access part of MAT

Pass Output to
Run Batch Jobs

Edit Defaults

Wor

Call MATLAE functi

Change Directory
J i

New working directory.

[]

<X -

Help on: Named File Selector -

File Sets

. File Set <X
. File Set <X
. File Set <X

Current tem: Input Name

epi images #

A String is entered.

Enter a name for this file selection. This name will be displayed in the 'Dependency’ listing as output name.

The string must have at least 1 characters.

’ Edit Value I
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File Edit View | SPM | Basid B Batch Editor T
D ™|k Tempor | File Edit View SPM  BasiclO ,
Module List Spatial | | & [ | =

Stats Module List Current Module: Slice Timing

M/EEG Change Directory <X b= Help on: Slice Timi =

util Named File Selector <X b

Took Number of Slices <X

o TR <X

Edit Def TA X
Slice order <X
Reference Slice <X
Filename Prefix a

Current ltem: Data
New: Session &

0
Enter a name for this fi

A String is enfered.

The string m usthave a Subjects or sessions. The same parameters specified below will be applied to all sessions

1 or more options must be selected from:
* Session
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File Edit View SPM

NSl P

Module List

Change Directory
Named File Seleg

eaEignz Estimate
Normalise: Estimi!
SEmooth

Subjects or sessij

1 or more options
* Session

B Batch Editor
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File

Edit View 5SPM  BasiclO

NS @ b

Module List

Current Module: Slice Timing

Change Directory
Named File Selector
Slice Timing DEP
Realign: Estimate <X
Normalise: Estimate & Write =-X
Smooth =X

Selectimages to slicefime correct.

Help on: Slice Timing =
Data

. Session DEP Named File Selector: epi images(1) - Files

- Session DEP Named File Selector: epi images(2) - Files

E 'DEP Named | iles
Number of Slices 32

TR 26

TA 251875
Slice order 1x32 double
Reference Slice 16
Filename Prefix a
Current item: Session

Reference fram -
Named File Selector: epi images(3) - Files
[ Select Files Dependency




Universitatsklinikum I
Hamburg-Eppendorf

. = | = g
r- Batch Editor u 1D

File Edit View 5PM BasiclO | | N

Dl B Batch Editor = )
(R File Edit View SPM BasicO x
Change Directory 0= g | ™
Nameq FFEB Selector Module List Current Module: Realign: Estimate
Slice Timing
TR : Change Directory il b Help on: Realign: Estimate -
Normalise- Estimate & | Named File Selector ok Data - ——

Smaoth Slice Timi ] DEP . Session DEP Slice Timing: Slice Timing Corr. Images (Sess 1)

e  DEP _Session DEP Slice Timing: Slice Timing Corr_Images (Sess 2

MNarmalise: Estimate & Write =-X . Session DEP Slice Timing: Slice Timing Corr. Images (Sess 3)
Smooth <X Estimation Options

- Quality 09

- Separation 4

- Smoothing (FWHM) ]

. Num Passes Register to first

. Interpolation 4th Degree B-Spline

~Wrapping MNo wrap

- Weighting 0 files

Current item: Session

Reference from =
Slice Timing: Slice Timing Corr. Images (Sess 3)

(

Select scans for this s =

session to the first scq =

i Smation
between sessions. Select scans for this session. In the coregistration step, the sessions are first realigned to each other, by aligning the first scan from each
session to the first scan of the first session. Then the images within each session are aligned to the first image of the session. The
parameter estimation is performed this way because it is assumed (rightly or not) that there may be systematic differences in the images
between sessions.

Select Files | I Depeadency I
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that is in register with it.

_Nonlinear Regularisation
Writing Options

(B Batch Editor Dir Clusers\geuterMATLAB\spm08-4029templates! |
File Edit View SPM Basido | Bl Batch Editor = | @3]
_|] o = File Edit View SPM  BasiclO
Module List ==
Change Direc’{ory Module List Current Module: Normalise: Estimate & Write
Named File Selector Change Directory =X - Estimation Opfions ] R 8
Named File Selector <X - Template Image CilusersgeuteriMATL/ ni,1
Slice Timing DEP . Template Weighting Image 0 files
Realign: Estimate DEP - Source Image Smoothing 8
Normalise: Estima NriteDEP _ Template Image Smoothing g B
Smoaoth <X _ Affine Regularisation ICBM space template
- Nonlinear Frequency Cutoff 25
- Nonlinear lterations 16

m

. Preserve Preserve Concentrations
. Bounding box 2x3 double
- Voxel sizes [333]
_Interpolation 4th Degree B-Spline
- Wrapping Nowrap |
. Filename Prefix w -
Current tem: Template Image
Clusers\geuteriMATLAB\spm08-4029templates\EPI.nii, 1 =
SelectFiles Dependency

Template Image

Specify a template image to match the source image with. The contrast in the template must be similar to that of the source image in
order to achieve a good registration. If is also possible to select more than one template, in which case the registration algorithm will try
to find the best linear combination of these images in order to best model the intensities in the source image.
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- Images to Smooth

B Batch Editor

File Edit
DMl

Module L
Change
Named
Slice Ti
Realign|
Normal

e (ie g

'- Batch Editor

Edit View SPM  BasiclO o

DM bk

Module List Current Module: Smooth
Change Directory =X *
MNamed File Selector <X

Slice Timing DEP

Realign: Estimate DEP Data Type SAME
lise: Estimate & WriteDEP Implicit masking Mo
. DEP Filename Prefix s

Current ltem: Images to Smooth
Reference from A
Normalise: Estimate & Write: Normalised Images (Subj 1)

- [ Select Files J [ Dependency J

Images to Smooth ii
Specify the images fo smooth. The smoothed images are written to the same subdirectories as the original *.img and are prefixed with a
's' (i.e. s*img). The prefix can be changed by an option setting.
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[ Batch Editor

[Fie] edit view sPMm  Basico -

Mew Batch

<X * Help on: Smooth =

Load Batch Current Module: Smooth

Save Batch and Script <X Images to Smooth DEP Normalise: Estimate & Write: Normalised Images (Subj 1)
e
sl i DEP implcit masking No
Close Batch Editor Strog+W m Filename Prefix 5
Load SPM5 job

Bulk Convert SPMS job(s)

Current ltem: Images to Smooth
Reference from - - =
Normalise: Estimate & Write: Normalised Images (Subj 1)

- Select Files. ] [ Dependency ]

Images to Smooth
Spec;fy the images to smooth. The smoothed images arewﬂﬂen taﬂvesamesmdirestones as the original *.img and are prefixed with a
's' (i.e. s*img). The prefix can be changed by an option setting.
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matlabbatch{l}.cfg basicio.cfg cd.dir = '<UNDEFINED>"';

matlabbatch{2}.cfg basicio.cfg named file.name = '=pi images
matlabbatch{2}.cfg basicio.cfg named file.files = |
' CUNDEFTINED>"
' <UNDEFINED>'
' <UNDEFINED>"
i
matlabbatch{3}.spm.temporal.st.=scan=s{1} (1) = cfg dep;

matlabbatch{3}.zpm.temporal.st.=zcan={1} (1) .tname = 'Se==ion’

matlabbatch{3}.spm.temporal.st.scans{1} (1) .tgt_spec{l} (1) .nam=s =
matlabbatch{3}.spm.temporal.st.=can=s{1} (1) .tgt_spec{l}(l).value =
matlabbatch{3}.spm.temporal.st.=scans{1l} (1) .tgt_spec{l} (2) .nams =

matlabbatch{3}.spm.temporal.st.scans{1} (1) .tgt_spec{l} (2) .valus = '=';

matlabbatch{3}.spm.temporal.st.=zcan={1} (1) .sname = 'Namsd File Selector: epil images(l) -

matlabbatch{3}.spm.temporal.st.=scans{1l}(l).src exbranch = substruct('.', 'val’,

matlabbatch{3}.spm.temporal.st.scans{1l} (1) .sxrc_output = substruct('.’, files",

matlabbatch{3}.spm.temporal.st.=scan=s{2} (1) = cifig dep;
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File Edit View SPM  BasiclO el
D W P

Module List Current Module: Run Batch Jobs

ZA

Help on: Run Batch Jobs =
Jab File(s) C\Users\geuter'spmkurs\2011'talk'example_batch.m
Runs

Save Generated Batch Jobs <X
Missing Inputs <X

Current ltem: Job Inputs

Edit Value

| |Assemble the set of input items for one run of the job.
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Current Module: Run Batch Jobs

Help on: Run Batch Jobs

Job File(s) C\Users\geuter'spmkurs'2011\talk\example_batch.m
Runs
_Job Inputs
.. Directo C\Users\geuter'spmkurs'\201 1\sub0 1}
_ NIfTl Images 297 files
. NIfTl Images 297 files
.. NIfTl Images 297 files
Save Generated Batch Jobs
_Don't Save
Missing Inputs Don't run any jobs if missing inputs
Current Item: NIfTI Images

c\Users\geuterispmkurs\2011\sub011S1fNL0468_02_0003-004.nii,1
c:\Us'ets‘lgeutefﬁbmkum\zm 1\sub01 ISWNLMB&_G?_'MDB?EK}S_NU
c\Users\geuterispmkursi20111sub01\S1\NL0468_02_0003-006 nii, 1

c:\Users\geuterispmkurs\2011isub011S1¥NLO468_02_0003-007 nii, 1

[ Select Files ]

NIfTI Images
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